Here, we describe the complete genome assembly of Mycobacterium avium subsp. hominissuis strain JP-H-1, collected from an equine abortion case in Japan. JP-H-1 has a 5,491,452-bp circular chromosome and 3 plasmids.
Our polished assembly consists of a 5,491,452-bp circular chromosome (GC content, 68.9%) and three plasmids ranging in size from 13,441 to 191,151 bp (GC content, 64.4% to 66.3%). The JP-H-1 genome was annotated in DFAST v. 1.2.3 software (13) . It contained 5,469 coding sequences (CDSs), 55 tRNAs, and 3 rRNAs.
Data availability. These data are deposited in DDBJ/ENA/GenBank under accession numbers AP020326, AP020327, AP020328, and AP020329. Raw reads are available under BioProject accession number PRJDB8716.
